Intersection (90.9% of union)
All: 352207, Ti/Tv: 2.4
Known: 156071, Ti/Tv: 2.4
Novel: 196136, Ti/Tv: 2.4

QCALL (3.5% of union)
All: 13738, Ti/Tv: 0.9

Known: 1343, Ti/Tv: 1.1
Novel: 12395, Ti/Tv: 0.9

UG (5.6% of union)

All: 21662, Ti/Tv: 0.7
Known: 1103, Ti/Tv: 1.4
Novel: 20559, Ti/Tv: 0.7
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