Intersection (86.4% of union)
All: 199855, Ti/Tv: 2.3
Known: 123138, Ti/Tv: 2.3
Novel: 76717, Ti/Tv: 2.3

QCALL (8.0% of union)
All: 18526, Ti/Tv: 0.9

Known: 1952, Ti/Tv: 1.2
Novel: 16574, Ti/Tv: 0.8

UG (5.6% of union)

All: 12940, Ti/Tv: 0.7
Known: 612, Ti/Tv: 1.3
Novel: 12328, Ti/Tv: 0.7
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