Intersection (83.9% of union)
All: 152670, Ti/Tv: 2.4
Known: 115610, Ti/Tv: 2.4
Novel: 37060, Ti/Tv: 2.4

QCALL (11.7% of union)
All: 21362, Ti/Tv: 0.8

Known: 2258, Ti/Tv: 1.1
Novel: 19104, Ti/Tv: 0.8

UG (4.3% of union)

All: 7831, Ti/Tv: 0.7
Known: 1651, Ti/Tv: 1.1
Novel: 6180, Ti/Tv: 0.6
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Ti/Tv spectrum (all variants)

E QCALL-only
E Intersection
E UG-only

I I I I I I I I
0 50 100 150 200 250 300 350

Allele count



Transition/transversion (Ti/Tv) ratio

E QCALL-only
E Intersection
E UG-only

Ti/Tv spectrum (known variants)

50

100

I I
150 200

Allele count

250

300

350



Transition/transversion (Ti/Tv) ratio

10

_| @ QCALL-only

E Intersection
E UG-only

Ti/Tv spectrum (novel variants)

50

100

I
150

Allele count

I
200

250

300

350

3.3

2.3



