
The 1000 Genomes Project: 
A Tutorial 
 Browser and Tools Exercises 



Browser and Tools Exercises 

These exercises use the 1000 genomes website and 
browser and tools built around it. 
 
http://www.1000genomes.org 
http://browser.1000genomes.org 
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The 1000 Genomes Project:  
 
Exercise 1: Finding Data and viewing data on 
the 1000 genomes ftp site 
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Finding Data: Exercise 
 
1.  Find what VCF files we have containing 

genotypes from the Illumina Omni platform.
 http://www.1000genomes.org/ftpsearch 

2.  Find the FAQ question which gives you 
instructions on how to get a sub-section of a 
VCF file. The Search Box is on the top right 
hand corner of any website page.  

 http://www.1000genomes.org/ 

4 



1.  Finding Omni VCF Files 
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Finding Data: Exercise 



Finding Data: Exercise 
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Finding Data: Exercise 

•  Finding help on getting sub-sections of VCF files 
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The 1000 Genomes Project:  
 
Exercise 2: Finding Variation Using the 
Browser 
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Exercise: Finding Variation Using the Browser 

•  Find the variant rs45562238 
http://browser.1000genomes.org 

•  In which 1000 Genomes Populations was it detected? 

•  What are its allele frequencies? 

•  In which gene is the variant found? 
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Search Box 
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SNP Result 
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Population Genetics 
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Pie Charts 

Gene/Transcript 
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Sift/PolyPhen 



The 1000 Genomes Project:  
 
Exercise 3: Using 1000 Genomes Tools 
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Exercise: Using 1000 Genomes Tools 

•  Find the gene SLC44A4 using the search box on http://browser.
1000genomes.org 

•  Get a VCF file for this Gene using the Get VCF button. 
•  Uncompress this file 

•  You can get a copy at   
ftp://ftp.1000genomes.ebi.ac.uk/vol1/ftp/technical/working/
20120120_1000genomes_tutorial/
6.31830969-31846823.ALL.chr6.phase1.projectConsensus.genotypes.vcf 

•  Use this file with the Variant Effect Predictor 
•  http://browser.1000genomes.org/Homo_sapiens/UserData/UploadVariations 

•  Do any of the variants have deleterious effects according to SIFT or 
PolyPhen 

•  Use the example url on the page and the coordinates 
6:31830700-31840700 with the Variation Pattern Finder 
•  http://browser.1000genomes.org/Homo_sapiens/UserData/VariationsMapVCF 
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Any questions? 

•  Please email info@1000genomes.org if you have any 
questions or feedback about this resource. 
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Thanks 
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•  Paul Flicek, Laura Clarke 
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